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Species
Muribacter sp._MOT−143
Streptococcus danieliae
Streptococcus acidominimus
Mammaliicoccus lentus
Rodentibacter pneumotropicus
Corynebacterium mastitidis
Corynebacterium stationis
Staphylococcus saprophyticus
Jeotgalicoccus halotolerans
Ligilactobacillus murinus
Atopostipes sp._MOT−202
Pediococcus pentosaceus
Caproicibacter fermentans_nov_89.662%
Sporosarcina sp._MOT−205
Bifidobacterium pseudolongum
Clostridium collagenovorans_nov_80.258%
Atopostipes sp._MOT−201
Staphylococcus edaphicus_saprophyticus
Savagea faecisuis_nov_92.585%
Staphylococcus saprophyticus_xylosus
Erysipelotrichaceae_[G−1] bacterium_MOT−189
Sporosarcina sp._MOT−205_nov_95.565%
Staphylococcus ureilyticus
Helicobacter ganmani
Sporosarcina sp._MOT−204
Other

Taxonomy bar plot of top 25 Species


